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ABSTRACT

Type 2 immune cells are key to the maintenance of healthy adipose tissue,
however the cues responsible for the establishment and maintenance of
adipose type two immune cells remain unclear. Rana et al. report a
specialized stromal cell produces interleukin-33 (IL-33) that activates
group 2 innate lymphoid cells (ILC2s). Activated ILC2s in turn produce type
two cytokines that elicit further IL-33 production by the stroma in a
positive feedback loop that maintains the type 2 immune cell network
within visceral adipose tissue (VAT).
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The involvement of type 2 immune cells in maintaining healthy and
functional adipose tissue has been extensively studied over the past
decade [1]. The presence of numerous cell types including, y8T cells,
invariant natural killer T cells (iNKT) and regulatory T cells (Tregs) [2-4],
type 2 cytokine activated (or M2) macrophages, eosinophils and type 2
innate lymphoid cells (ILC2s) have been linked to healthy white adipose
tissue (WAT) [5-7]. Amongst all of these cells, ILC2s and Tregs are
considered to be especially important, acting as central regulators of the
entire immune network [8-10]. Interestingly, both cell types rely on the
cytokine interleukin (IL)-33 for their maintenance and activation [11,12]
and IL-33 has independently been shown to be important in the regulation
of adipose tissue function [13]. In humans, IL-33 levels are inversely
correlated with body mass index (BMI), and genetic polymorphisms within
the IL-33 gene are linked with decreased susceptibility to obesity [14,15].
Nevertheless both the source and regulation of IL-33 production within
adipose tissue has remained unclear. Similar to what has been reported
for other organs, non-hematopoietic cells are believed to represent the
main source of IL-33 in adipose tissues, however there has been debate as
to whether these cells constitute stromal cells (mesenchymal adipocyte
progenitors, pericytes and fibroblasts) or endothelial cells [2,12,16].
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In 2019, four independent studies reported the source of IL-33 within
adipose tissues as forming part of the stromal cell compartment, and
additionally investigated the role of this cytokine in regulating local
populations of ILC2s and/or Tregs [8-10,17]. All four studies generated
overlapping findings with the most recent, published in September 2019
by Rana et al. [10], providing novel and detailed insight into the bi-
directional nature of the stromal-immune cell interactions occurring
within visceral white adipose tissue (VAT). The earlier studies performed
by Dahlgren et al. [17], Spallanzani et al. [8], and Mahlakdiv et al. [9], all
identified IL-33 producing stromal cells as belonging to a PDGFRa*Sca-1*
stromal cell population. The first two studies used single-cell RNA
sequencing (scRNAseq) of the IL-33" cells contained within this population
and noted that they expressed heterogenous profiles indicative of the
existence of multiple subpopulations [8,17]. Rana et al. also identified the
CD45PDGFRa" stromal cell population (they did not investigate Scal) as
being the main source of IL-33 in both VAT and subcutaneous white
adipose tissue (SAT), and they referred to these cells as “multipotent
stromal cells” (MSCs) due to their capacity to differentiate into multiple
cell types in vitro [10]. In contrast to the earlier studies, Rana et al.
compared gene expression in IL-33* and IL-33~ populations of stromal cells
using bulk RNA sequencing (RNAseq) and found that both exhibited
similar gene expression profiles [10]. Taken together these studies clearly
define PDGFRa" stromal cells as the main source of IL-33 within adipose,
but indicate that this population may contain numerous subpopulations
and/or exhibit the potential to differentiate into multiple subpopulations
(Figure 1). To address the function of the PDGFRa* stromal cells within
VAT, Rana et al. purified and co-cultured these cells in vitro with ILC2s
[10]. Unexpectedly, both IL-33* and IL-33" PDGFRa* stromal cells
populations elicited ILC2 proliferation and activation (IL-5 production). In
keeping with this observation, the use of a transwell system indicated that
this response was not mediated by a soluble factor but instead required
cell-cell contact. The authors went on to identify intercellular adhesion
molecule-1 (ICAM-1) and lymphocyte function-associated antigen-1 (LFA-
1) as the key mediators required for this interaction. To date, the exact role
of cell-to-cell contact, via costimulatory molecules or adhesion molecules,
is poorly understood for adipose tissue [18]. A contribution of LFA-1 and
ICAM-1 interactions to adipose stromal cell-ILC2 crosstalk, is supported by
studies indicating that such interactions also occur the lungs [19,20].
However, it remains unclear whether IL-33 contributes to, or impacts on,
such interactions.
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They also investigated whether PDGFRa" stromal cells promote the
recruitment of eosinophils. It was expected that IL-5 production by ILC2s
would promote the recruitment, survival and activation of eosinophils
[21], however the authors proposed that eosinophil responses may also be
modulated by stromal cell production of the eosinophil chemo-attractant
CCL11 (eotaxin). This hypothesis was based on past evidence indicating
that CCL11 production can be elicited in response to signals received from
IL-4 and/or IL-13 via IL-4 receptor alpha (IL-4Ra) expressed on lung
stromal cells [17]. As expected in vitro culture of PDGFRa" stromal cells
from VAT with IL-4 and/or IL-13, or culture supernatant from activated
ILC2s, induced secretion of CCL11 into the culture medium [10]. The
authors then confirmed these data by co-culturing a mix of IL-4Ra-
competent or deficient stromal cells with IL-4/IL-13 competent or deficient
ILC2s, and observed that IL-4Ra-mediated activation of stromal cells by
ILC2s was indeed necessary for CCL11 production. Finally, to demonstrate
the relevance of this pathway in vivo Rana et al. used an elegant setup in
which VAT stromal cells and ILC2s were embedded in Matrigel (a
basement membrane matrix) and injected subcutaneously in mice [10].
After 48 h, the Matrigel was recovered and digested to quantify the
number of eosinophils recruited. Consistent with their in vitro
observations, the presence of both VAT stromal cells and ILC2s within the
Matrigel prompted the recruitment of eosinophils, whereas the presence
of IL-4/IL-13 deficient ILC2s did not [10]. Taken together these findings
reveal the existence of bi-directional cross-talk between VAT stromal cells
and immune cells whereby stromal cells activate ILC2s to produce type 2
cytokines that in turn elicit the production of CCL11 by the stromal cells,
creating a positive feedback loop that amplifies the recruitment and
maintenance of eosinophils (summarised in Figure 1) [10].

Although IL-33 was not strictly necessary for the pathways defined by
Rana et al. [10], the previous studies by Mahlakdiv et al. and Spallanzani
et al. used genetic tools to demonstrate that stromal cell derived IL-33 can
additionally contribute to immune cell populations present in adipose
tissue in response to environment perturbations [8,9]. Mahlakdiv et al.
used a model of adipose perturbation by feeding the mice with high fat
diet (HFD) for a short (3 days) period. The authors predicted that VAT
stromal cells would change their gene expression in response to HFD, and
that this would in turn alter the local immune landscape. In keeping with
this hypothesis, short-term HFD was associated with decreased il33
expression and increased ccl2 expression by stromal cells. The authors
also observed that IL-33-deficient mice gained weight more rapidly, with
weight gain being positivity correlated with stromal cell proliferation,
including the expansion of adipocyte progenitors that may contribute to
the increased fat storage observed. No changes in the populations of type
2 immune cells were observed, however, the numbers of macrophages
and dendritic cells were increased [9]. Spallanzani et al. also utilized a HFD
model, but fed mice the altered diet for longer periods (4 weeks and 16
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weeks) [8]. The authors first determined the impact of HFD on stromal cell
subpopulations and IL-33 production by flow cytometry. Consistent with
the findings of Mahlakdiv et al., they observed that 4 weeks of HFD
decreased the total number of IL-33" stromal cells within VAT [8,9]. By
contrast, 16 weeks of HFD increased the total number of VAT IL33* stromal
cells, and altered to proportion of stromal cell subpopulations, as
compared to VAT of mice fed a control diet [8]. Although the implications
of these findings remain unknown, it is clear that alterations in diet can
result in altered VAT stromal cell populations and their production of IL-
33 [8]. They then investigated the presence of a possible stromal/IL-33/Treg
axis. Contrary to expectations, the development of obesity and increased
number of IL-33* stromal cells observed in response to 16 weeks of HFD
correlated with reduced numbers of Tregs present within VAT—a finding
that the authors hypothesized may result from a negative feedback loop
between Tregs and stromal cell production of IL-33. To test this hypothesis
they used a genetic model in which Tregs specifically lacked expression of
the IL-33 receptor (ST2) (Foxp3-Cre x ll1rl1*) [8]. Delivery of exogenous
IL-33 to control mice lead to the expansion of ST2 expressing Tregs and
ILC2s within VAT, whilst IL-33 injection of Foxp3-Cre x ll1rl1/°* mice lead
to the expansion of ILC2s but not Tregs [8]. Strikingly, IL-33 induced
expansion of ILC2 populations was significantly enhanced in the Foxp3-
Cre x ll1rl1°* mice, as was the number of IL.-33 producing stromal cells [8].
These findings suggested that IL-33 activated Tregs participate in a
negative feedback loop that functions to restrain the expansion of IL-33
producing stromal cells. They also raise the possibility that the ability of
Tregs to limit IL-33* stromal cells numbers may result from an indirect
effect of Tregs on the expansion of ILC2s [8]. (Summarized in Figure 1).The
latter finding is in keeping with the observations of Rana et al. of a positive
feedback loop between IL-33* VAT stromal cells and ILC2s [10].

The observations from both Spallanzani et al. and Rana et al. are
preliminary, and although they clearly suggest that IL-33* stromal cells,
Tregs and ILC2s can interact with, and regulate, each other further studies
are required to understand the causes and consequences of such
interactions within adipose tissue during homeostatic or stressed
conditions. This is especially important as previous studies have
consistently indicated a protective role for Tregs in metabolic homeostasis
[4,11,22,23] whilst the study by Spallanzani et al. indicates a possible
negative feedback loop between Tregs and ILC2s [8]. That direct
interactions between Tregs and ILC2s can and do occur is supported by
previous studies reporting the co-localization of Tregs and ILC2s within
VAT [12] and cell-cell interactions involving inducible co-stimulator (ICOS)
and ICOS-ligand (ICOSL) [12] or OX40 and 0X40-ligand [24]. (summarized
in Figure 1). To date there are no reports as to whether stromal cells and
Tregs make direct contact, although it is clear that adipose tissue Tregs can
be regulated by IL-33, either directly or indirectly, via ILC2s and ICOS-
ICOSL [11,12].
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Taken together, these findings deepen our understanding of the
possible cellular networks occurring within healthy or obese adipose
tissue and highlight stromal-immune cell cross talk as a central point of
this network (summarized in Figure 1). However, clear gaps in our
knowledge remain including; (i) what is the contribution of stromal-
immune cell cross-talk to the browning of WAT? (ii) what triggers the
production and/or release of IL-33 by WAT stromal cells? and (iii) what
role do other type 2 immune cells such as M2 and eosinophils play in WAT?
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Figure 1. PDGFRa* stromal cells participate in the regulation of a type 2 immune cell network within
homeostatic lean visceral adipose tissue. IL-33 production by PDGFRa* stromal cells can be triggered by
a variety of signals including I1.-4 and IL-13 produced by IL.C2s [10,17]. IL-33, along with cell-cell interactions
via ICAM-1/LFA-1, prompts the proliferation and activation of ILC2s [10]. IL-33 activated ILC2s in turn trigger
CCL11 secretion by stromal cells via their production of type 2 cytokines in a positive feedback loop [10,17].
CCL11 attracts eosinophils which are maintained within the tissue by IL-5 produced from nearby ILC2s
[7,10]. Both ILC2s and eosinophils are important for M2 macrophage polarization and maintenance within
VAT [6,7]. IL-33-producing PDGFRa" stromal cells are also important for recruiting and maintaining Tregs
within VAT [8]. ILC2s also contribute to the maintenance of T regs, at least in part via cell-cell interactions
involving ICOS/ICOSL and 0X40/0X40L [12,24]. Although still controversial, Tregs may participate in a
negative feedback loop that functions to reduce IL-33 production by stromal cells and/or to reduce ILC2
populations [8]. Altogether, these stromal-immune cell interactions play a key role in maintaining an anti-
inflammatory type 2 immune cell microenvironment within VAT that is tightly correlated with-, and
believed to contribute to-, adipose tissue homeostasis in lean individuals. Images are adapted from Servier
Medical Art by Servier (http://smart.servier.com/) and modified by the authors under the following terms:
CREATIVE COMMONS Attribution 3.0 Unported (CC BY 3.0).
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Browning is a process whereby adipocyte progenitors within white
adipose give rise to brown adipocytes. Brown (or beige) adipocytes exhibit
increased mitochondrial content, and the increased expression of core
subset of genes, allowing increased metabolic activity and thermogenesis
[25]. Browning likely involves cross-talk between IL-33* stromal cells and
immune cells akin to that described for homeostatic lean VAT (Figure 1),
as both IL-33 and ILC2s have been previously implicated in this process
[26-29]. That stromal-immune cell crosstalk contributes to browning is
supported by observations that this browning in response to exogenous
IL-33 requires intact IL-4Ra signalling within the stromal cell
compartment [28]. Interestingly, browning of WAT in response to cold
exposure is known to require input from noradrenergic nerves, and
denervated SAT exhibits reduced IL-33 together with decreased
populations of ILC2s and eosinophils [26,30]. This raises the possibility that
IL-33 production by stromal cells could be regulated, at least in part, by
nervous influx. However, whether this process occurs only during
browning, or whether it also contributes to homeostatic functions in WAT
remains unknown.

Whilst the work of Rana et al. [10], and Dahlgren et al. [17], focuses on
cross-talk between type 2 immune cells and IL.-33* stromal cell populations
in VAT (Figure 1), pro-inflammatory signals, including IL-1B, TNFa and IL-
17 can also elicit the release of IL-33 from adventitial stromal cells [17].
Yet, IL-17-producing y8T cells have been reported to populate adipose
tissue in homeostatic conditions in both mice and humans [2]. Another
paradox is that these cytokines are typically found in increased
concentrations in obese WAT, perhaps explaining the observations of
Spallanzani et al. that long-term HFD leads to increased IL-33 production
[8]. It is possible that the ability of pro-inflammatory cytokine production
to induce IL-33 functions to counteract the negative effects of
inflammation in the stressed adipose tissue. In contrast to this view, TNFa
production in the adipose tissue of mice subjected to HFD-induced obesity
has been reported to impair the function of VAT ILC2s through a PD-1/PD-
L1 dependant mechanism [31]. In this report PD-L1 expressed by TNFa
activated M1 macrophages acted on PD-1 expressed by ILC2s previously
activated by IL-33 [31]. This study indicates that TNFa and IL-33 are both
required to impair ILC2 function raising the possibly that IL-33 can act
either protect against, or promote, obesity depending on the cytokine
milieu in which it is expressed. Thus, the true regulation and function of
IL-33 production within WAT is likely to be much more complex than
depicted in Figure 1.

With regards to other type 2 immune cells, an early report indicated
that eosinophils provide IL.-4 to activate M2 (depicted in Figure 1), which
then promote the browning of WAT by producing catecholamines [29,32].
Whilst most researchers agree that eosinophils can activate M2 through
type 2 cytokines, the ability of M2 to produce catecholamines remains
controversial [33]. For now studies investigating M2 or eosinophil function
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within WAT remain scant, although one study reported an intriguing role
for eosinophils in regulating vascular tone within adipose tissue [33,34].
The current paradigm is that both ILC2s and Tregs are required the
maintenance of a healthy immune tone within VAT [7,11]. Depletion of
these populations, or a failure in their maintenance due to factors such as
IL-33 deficiency, has been associated with increased weight gain, and an
associated reduction in M2 macrophage and eosinophil populations
within VAT [7,11,12,35]. As discussed in this commentary ILC2s and Tregs
are activated and sustained via the local production of IL-33 by a
heterogeneous population of stromal cells [8-12]. Following their
activation, ILC2s produce IL-5 which recruit and maintains an eosinophil
population within the adipose tissue [7]. Both ILC2s and eosinophils are
important to activate M2 macrophages through their production of IL-4
and IL-13 [6,7]. Although, eosinophils and M2 macrophages were the first
myeloid cells associated with protection against diet-induced obesity and
metabolic syndrome their role within adipose tissue remains unclear [6].
The study by Rana et al. [10] colleagues raises the intriguing question as to
whether these myeloid cells can also interact directly with adipose stromal
cells and adipocyte progenitors. Eosinophils have previously been
identified as a major source of IL-4 within adipose, the consequences of
which mainly been linked to the polarisation of macrophages [6,29].
Nevertheless, both Rana et al. and Dahlgren et al. identified IL-4Ra
expression by the IL-33 producing stromal cells. Hence, eosinophils may
also activate or change stromal cell function [10,17,27]. Indeed, a similar
function has been identified following muscle injury where IL-4 and/or IL-
13 produced by eosinophils was observed to promote the regenerative
function of fibro/adipogenic progenitors (FAPs) [36]. FAPs muscle stromal
cells, closely resembling those described in adipose tissue, that also
produce IL-33 to recruit of ILC2s and Tregs [36,37]. Macrophages are
known to participate in the clearance of adipocytes and the tissue
remodelling in response to stressors such as overfeeding, with recent
evidence also suggesting they could also interact with PDGFRa* adipocyte
progenitors [38]. Such impacts on adipocyte progenitors may in turn alter
the local immune cell populations, as a recent report revealed that
existence of ICAM-1+ adipocyte progenitors that are committed to
differentiation into mature adipocyte and which are altered by HFD, in
keeping with the observations of Spallanzani who showed that HFD affects
both the stromal cell landscape and IL-33 production within VAT [8,39]. In
a different context, adrenergic influx mimicked by B3-adrenergic receptor
stimulation is associated with a remodelling of adipose tissue to provide
an adipogenic niche that drives the differentiation of progenitor cells into
mature brown adipocytes [40]. These changes were associated with these
additional presence of macrophages, with a similar report indicating that
these are likely M2 macrophages [38,40]. A recent report also provides
evidence that M2-like macrophages directly influence the proliferation of
adipocytes and their progenitors [41], in keeping with another report the
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co-localisation and interaction of M2 macrophages with skeletal muscle
FAPs [42]. The molecular mechanisms underlying possible interactions
between macrophages and adipocytes progenitors remains unknown and
could range from extracellular matrix remodelling to the secretion of
protein or lipid mediators [40]. Some evidence already implicates lipid
mediators in the browning of adipose tissue, due to their ability to activate
the PPARy pathway [43]. In line with this, recent evidence suggests that
COX expression by adipocytes can induce IL-33 production and eosinophil
recruitment to adipose tissue [44]. Hence, the role of the regulatory type 2
immune environment may not only serve to prevent inflammation, but
may additionally favour healthy adipogenesis and adipose tissue
remodelling by acting directly on stromal cells and adipocyte progenitors
[27,28,38,40,43].

In conclusion the study of Rana et al,, highlights both the importance
and complexity of stromal-immune cell networks within adipose tissue
and adds strength to the view that type 2 immune cells promote
homeostatic adipose tissue function. This work has already prompted
widespread interest, and will no doubt increase the number of future
studies aimed at deciphering the full nature of stromal-immune cell cross
talk within adipose tissue as well as its contribution to health or disease.
All four reports detailed here depict a surprising heterogeneity within the
IL-33-producing stromal cell population, highlighting the importance of
understanding the nature and function of all potential stromal cell subsets
resident within adipose tissue [8-10,17]. The work by Spallanzani et al. in
particular indicates that regulation of the stromal cell compartment is
associated with, or potentially causative of, adipose tissue perturbations
occurring during obesity [8]. Thus further studies aimed at deciphering the
exact function and regulation of adipose tissue stromal cells might provide
new opportunities for therapies, including drugs that target specific
stromal populations, or their secreted factors, with the aim of restoring
homeostatic type 2 immune responses.

CONEFLICTS OF INTEREST

The authors declare that they have no conflicts of interest.

FUNDING

NH is supported by a National Health and Medical Research Council
(NHMRC) of Australia SRF-B fellowship.

REFERENCES

1. Moyat M, Coakley G, Harris NL. The interplay of type 2 immunity, helminth
infection and the microbiota in regulating metabolism. Clin Transl Immunol.
2019;8:201089.

Immunometabolism. 2020;2(3):e200018. https://doi.org/10.20900/immunometah20200018


https://doi.org/10.20900/immunometab20200018

Immunometabolism

90f12

10.

11.

12.

13.

14.

15.

Kohlgruber AC, Gal-Oz ST, LaMarche NM, Shimazaki M, Duquette D, Koay H-F,
et al. gammadelta T cells producing interleukin-17A regulate adipose regulatory
T cell homeostasis and thermogenesis. Nat Immunol. 2018;19:464-74.

Lynch L, Nowak M, Varghese B, Clark J, Hogan AE, Toxavidis V, et al. Adipose
tissue invariant NKT cells protect against diet-induced obesity and metabolic
disorder through regulatory cytokine production. Immunity. 2012;37:574-87.
Feuerer M, Herrero L, Cipolletta D, Naaz A, Wong ], Nayer A, et al. Lean, but
not obese, fat is enriched for a unique population of regulatory T cells that
affect metabolic parameters. Nat Med. 2009;15:930-9.

Odegaard ]I, Ricardo-Gonzalez RR, Goforth MH, Morel CR, Subramanian V,
Mukundan L, et al. Macrophage-specific PPARgamma controls alternative
activation and improves insulin resistance. Nature. 2007;447:1116-20.

Wu D, Molofsky AB, Liang HE, Ricardo-Gonzalez RR, Jouihan HA, Bando JK, et
al. Eosinophils sustain adipose alternatively activated macrophages
associated with glucose homeostasis. Science. 2011;332:243-7.

Molofsky AB, Nussbaum JC, Liang HE, Van Dyken SJ, Cheng LE, Mohapatra A,
et al. Innate lymphoid type 2 cells sustain visceral adipose tissue eosinophils
and alternatively activated macrophages. ] Exp Med. 2013;210:535-49.
Spallanzani RG, Zemmour D, Xiao T, Jayewickreme T, Li C, Bryce PJ, et al.
Distinct immunocyte-promoting and adipocyte-generating stromal
components coordinate adipose tissue immune and metabolic tenors. Sci
Immunol. 2019;4(35):eaaw3658. doi: 10.1126/sciimmunol.aaw3658
Mahlakoiv T, Flamar AL, Johnston LK, Moriyama S, Putzel GG, Bryce PJ, et al.
Stromal cells maintain immune cell homeostasis in adipose tissue via
production of interleukin-33. Sci Immunol. 2019;4(35):eaax0416. doi:
10.1126/sciimmunol.aax0416

Rana BM]J, Jou E, Barlow JL, Rodriguez-Rodriguez N, Walker JA, Knox C, et al.
A stromal cell niche sustains ILC2-mediated type-2 conditioning in adipose
tissue. ] Exp Med. 2019;216:1999-2009.

Vasanthakumar A, Moro K, Xin A, Liao Y, Gloury R, Kawamoto S, et al. The
transcriptional regulators IRF4, BATF and IL-33 orchestrate development and
maintenance of adipose tissue-resident regulatory T cells. Nat Immunol.
2015;16:276-85.

Molofsky AB, Van Gool F, Liang HE, Van Dyken SJ, Nussbaum ]C, Lee ], et al.
Interleukin-33 and Interferon-gamma Counter-Regulate Group 2 Innate
Lymphoid Cell Activation during Immune Perturbation. Immunity.
2015;43:161-74.

Odegaard JI, Lee MW, Sogawa Y, Bertholet AM, Locksley RM, Weinberg DE, et
al. Perinatal Licensing of Thermogenesis by IL-33 and ST2. Cell
2017;171:1707.

Hasan A, Al-Ghimlas F, Warsame S, Al-Hubail A, Ahmad R, Bennakhi A, et al.
IL-33 is negatively associated with the BMI and confers a protective
lipid/metabolic profile in non-diabetic but not diabetic subjects. BMC
Immunol. 2014;15:19.

Angeles-Martinez |, Posadas-Sanchez R, Llorente L, Alvarez-Le6n E, Ramirez-
Bello ], Villarreal-Molina T, et al. The rs7044343 Polymorphism of the

Immunometabolism. 2020;2(3):e200018. https://doi.org/10.20900/immunometah20200018



https://doi.org/10.20900/immunometab20200018

Immunometabolism

10 0f 12

16.

17.

18.

19.

20.

21.

22.

23.

24.

25.

26.

27.

28.

29.

Interleukin 33 Gene Is Associated with Decreased Risk of Developing
Premature Coronary Artery Disease and Central Obesity, and Could Be
Involved in Regulating the Production of IL-33. PLoS One. 2017;12:e0168828.

Chang SK, Kohlgruber AC, Mizoguchi F, Michelet X, Wolf B], Wei K, et al.
Stromal cell cadherin-11 regulates adipose tissue inflammation and diabetes.
J Clin Invest. 2017;127:3300-12.

Dahlgren MW, Jones SW, Cautivo KM, Dubinin A, Ortiz-Carpena JF, Farhat S,
et al. Adventitial Stromal Cells Define Group 2 Innate Lymphoid Cell Tissue
Niches. Immunity. 2019;50:707-22.e6.

Hurrell BP, Jahani PS, Akbari O. Social Networking of Group Two Innate
Lymphoid Cells in Allergy and Asthma. Front Immunol. 2018;9:2694.

Karta MR, Rosenthal PS, Beppu A, Vuong CY, Miller M, Das S, et al. beta2
integrins rather than betal integrins mediate Alternaria-induced group 2
innate lymphoid cell trafficking to the lung. J Allergy Clin Immunol.
2018;141:329-38.e12.

Lei AH, Xiao Q, Liu GY, Shi K, Yang Q, Li X, et al. ICAM-1 controls development
and function of ILC2. ] Exp Med. 2018;215:2157-74.

Shah K, Ignacio A, McCoy KD, Harris NL. The emerging roles of eosinophils in
mucosal homeostasis. Mucosal Immunol. 2020. doi: 10.1038/s41385-020-0281-y
Cipolletta D, Feuerer M, Li A, Kamei N, Lee ], Shoelson SE, et al. PPAR-gamma
is a major driver of the accumulation and phenotype of adipose tissue Treg
cells. Nature. 2012;486:549-53.

Kalin S, Becker M, Ott VB, Serr I, Hosp F, Mollah MMM, et al. A Stat6/Pten Axis
Links Regulatory T Cells with Adipose Tissue Function. Cell Metab.
2017;26:475-92.e7.

Halim TYF, Rana BM], Walker JA, Kerscher B, Knolle MD, Jolin HE, et al.
Tissue-Restricted Adaptive Type 2 Immunity Is Orchestrated by Expression of
the Costimulatory Molecule OX40L on Group 2 Innate Lymphoid Cells.
Immunity. 2018;48:1195-207.e6.

Villarroya F, Cereijo R, Villarroya J, Gavalda-Navarro A, Giralt M. Toward an
Understanding of How Immune Cells Control Brown and Beige Adipobiology.
Cell Metab. 2018;27:954-61.

Ding X, Luo Y, Zhang X, Zheng H, Yang X, Yang X, et al. IL-33-driven
ILC2/eosinophil axis in fat is induced by sympathetic tone and suppressed by
obesity. ] Endocrinol. 2016;231:35-48.

Brestoff JR, Kim BS, Saenz SA, Stine RR, Monticelli LA, Sonnenberg GF, et al.
Group 2 innate lymphoid cells promote beiging of white adipose tissue and
limit obesity. Nature. 2015;519:242-6.

Lee MW, Odegaard JI, Mukundan L, Qiu Y, Molofsky AB, Nussbaum JC, et al.
Activated type 2 innate lymphoid cells regulate beige fat biogenesis. Cell.
2015;160:74-87.

Qiu Y, Nguyen KD, Odegaard JI, Cui X, Tian X, Locksley RM, et al. Eosinophils
and type 2 cytokine signaling in macrophages orchestrate development of
functional beige fat. Cell. 2014;157:1292-308.

Immunometabolism. 2020;2(3):e200018. https://doi.org/10.20900/immunometah20200018



https://doi.org/10.20900/immunometab20200018

Immunometabolism

11 0f 12

30.

31.

32.

33.

34.

35.

36.

37.

38.

39.

40.

41.

42.

43.

Cousin B, Cinti S, Morroni M, Raimbault S, Ricquier D, Pénicaud L, et al.
Occurrence of brown adipocytes in rat white adipose tissue: molecular and
morphological characterization. J Cell Sci 1992;103(Pt 4):931-42.

Oldenhove G, Boucquey E, Taquin A, Acolty V, Bonetti L, Ryffel B, et al. PD-1 Is
Involved in the Dysregulation of Type 2 Innate Lymphoid Cells in a Murine
Model of Obesity. Cell Rep. 2018;25:2053-60.e4.

Nguyen KD, Qiu Y, Cui X, Sharon Goh YP, Mwangi J, David T, et al
Alternatively activated macrophages produce catecholamines to sustain
adaptive thermogenesis. Nature. 2011;480:104-8.

Fischer K, Ruiz HH, Jhun K, Finan B, Oberlin D], van der Heide V, et al.
Alternatively activated macrophages do not synthesize catecholamines or
contribute to adipose tissue adaptive thermogenesis. Nat Med. 2017;23:623-30.
Withers SB, Forman R, Meza-Perez S, Sorobetea D, Sitnik K, Hopwood T, et al.
Eosinophils are key regulators of perivascular adipose tissue and vascular
functionality. Sci Rep. 2017;7:44571.

Han JM, Wu D, Denroche HC, Yao Y, Verchere CB, Levings MK. IL-33 Reverses
an Obesity-Induced Deficit in Visceral Adipose Tissue ST2+ T Regulatory Cells
and Ameliorates Adipose Inflammation and Insulin Resistance. ] Immunol.
2015;194:4777-83.

Heredia JE, Mukundan L, Chen FM, Mueller AM, Deo RC, Locksley RM, et al.
Type 2 innate signals stimulate fibro/adipogenic progenitors to facilitate
muscle regeneration. Cell. 2013;153:376-88.

Kuswanto W, Burzyn D, Panduro M, Wang KK, Jang YC, Wagers AJ, et al. Poor
Repair of Skeletal Muscle in Aging Mice Reflects a Defect in Local, Interleukin-
33-Dependent Accumulation of Regulatory T Cells. Immunity. 2016;44:355-67.
Lee YH, Petkova AP, Granneman JG. Identification of an adipogenic niche for
adipose tissue remodeling and restoration. Cell Metab. 2013;18:355-67.
Merrick D, Sakers A, Irgebay Z, Okada C, Calvert C, Morley MP, et al
Identification of a mesenchymal progenitor cell hierarchy in adipose tissue.
Science. 2019;364(6438):eaav2501. doi: 10.1126/science.aav2501

Burl RB, Ramseyer VD, Rondini EA, Pique-Regi R, Lee Y-H, Granneman ]G, et
al. Deconstructing Adipogenesis Induced by beta3-Adrenergic Receptor
Activation with Single-Cell Expression Profiling. Cell Metab. 2018;28:300-9.e4.
Nawaz A, Aminuddin A, Kado T, Takikawa A, Yamamoto S, Tsuneyama K, et
al. CD206(+) M2-like macrophages regulate systemic glucose metabolism by
inhibiting proliferation of adipocyte progenitors. Nat Commun. 2017;8:286.
Moratal C, Raffort J, Arrighi N, Rekima S, Schaub S, Dechesne CA, et al. IL-
1beta- and IL-4-polarized macrophages have opposite effects on adipogenesis
of intramuscular fibro-adipogenic progenitors in humans. Sci Rep
2018;8:17005.

Lee YH, Kim SN, Kwon HJ, Maddipati KR, Granneman ]JG. Adipogenic role of
alternatively activated macrophages in beta-adrenergic remodeling of white
adipose tissue. Am J Physiol Regul Integr Comp Physiol. 2016;310:R55-65.

Immunometabolism. 2020;2(3):e200018. https://doi.org/10.20900/immunometah20200018



https://doi.org/10.20900/immunometab20200018

Immunometabolism 12 of 12

44. Banhos Danneskiold-Samsoe N, Sonne SB, Larsen JM, Hansen AN, Fjere E,
Isidor MS, et al. Overexpression of cyclooxygenase-2 in adipocytes reduces fat
accumulation in inguinal white adipose tissue and hepatic steatosis in high-
fat fed mice. Sci Rep. 2019;9:8979.

How to cite this article:
Moyat M, Coakley G, Harris N. Stromal-Immune Cell Crosstalk Maintains Type 2 Immune Cell Populations within
Visceral Adipose Tissue. Immunometabolism. 2020;2(3):e200018. https://doi.org/10.20900/immunometab20200018

Immunometabolism. 2020;2(3):e200018. https://doi.org/10.20900/immunometah20200018



https://doi.org/10.20900/immunometab20200018
https://doi.org/10.20900/immunometab20200001

	Commentary
	Mati Moyat, Gillian Coakley, Nicola Harris *
	Department of Immunology and Pathology, Monash University, Melbourne, 3004, Australia
	* Correspondence: Nicola Harris, Email: nicola.harris@monash.edu.
	CONFLICTS OF INTEREST
	FUNDING
	REFERENCES

